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REMARKS 

By the present Amendment, the specification has been amended to expressly recite 
material that was incorporated by reference in the captioned application at the time of filing. 
Support for the amendments to the specification are found for example at column 13, lines 52-60 
of U.S. Patent No. 5,608,144; at column 15, lines 42-51 of U.S. Patent No. 4,563,517; at page 64, 
lines 9-15 of U.S. Application No. 60/1 1 1,990 and U.S. Application No. 09/459,109; and at page 
63, lines 9-15 of U.S. Application No. 09/459,1 10, all of which documents were incorporated by 
reference in their entireties at the time of filing. No new matter enters by these amendments. 

Claims 2, 12, 14, 19-21, 26 and 60-64 are currently amended and new claims 65-78 are 
added. Claims 24 and 25 have been cancelled without prejudice or disclaimer of the underlying 
subject matter. Applicants note that their previous Amendment and Response to Office Action 
filed August 21, 2008 and their previous Supplemental Amendment and Response filed August 
26, 2008 included new claim 64, which Applicants respectfully note was not addressed in the 
Office Action mailed October 3. Claims 1, 3-5, 7-11, 15-18, 22-23 and 27-59 remain cancelled. 
Claims 6 and 13 are original. Support for the present amendments may be found, for example, in 
the original claims, sequence listing and specification, for example at page 2, line 22-24 and page 
4, lines 2-4. No new matter enters by these amendments. 

I, Request for Continued Examination 

Applicants thank the Office for the acknowledgment that "the finality of the previous 
Office action has been withdrawn" and "Applicant's submission filed on 8/26/2008 has been 
entered." Office Action at page 2. 
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II. Election of Species 

Applicants note the Office's comments regarding Applicants' election with traverse of 
plant cells in a Response to Restriction Requirement filed April 20, 2007. Claims 19-21, 25-26, 
and 62-64 have been amended to recite "transformed plant cell." See e.g., Claim 19. 

III. Rejection under 35 U.S.C. 8 112. 2 nd paragraph 

Claims 2, 6, 12-14, 19-21, 24-26, and 60-63 were rejected under 35 U.S.C. § 112 as 
allegedly being indefinite. Office Action at page 3. The Office argues that "[i]t is vague and 
indefinite what is meant by the phrase 'comprising from about 30 to 300. The phrase typically 
indicates a minimum point. The phrase, however, is contraverted by the term 'about' which 
implies that values above and below 30 nucleotides are permitted." Office Action at pages 3-4. 
Applicants respectfully disagree with the Office's argument. 

The legal standard for indefiniteness under 35 U.S.C § 1 12, second paragraph, is whether a 
claim reasonably apprises those of skill in the art of its scope. See, Amgen Inc. v. Chugai Pharm. 
0>.,_927 F.2d 1200, 1217, 18 USPQ2d 1016, 1030 (Fed. Cir. 1991). In Amgen, the court 
u caution[ed] that our holding that the term "about" renders indefinite claims 4 and 6 should not be 
understood as ruling out any and all uses of this term in patent claims. It may be acceptable in 
appropriate fact situations, e.g., W.L. Gore & Assocs., Inc. v. Garlock, Inc., 721 F.2d 1540, 1557, 220 
USPQ 303, 316 (Fed.Cir.1983) ("use of 'stretching ... at a rate exceeding about 10% per second 1 in 
the claims is not indefinite")." (emphasis added) Amgen Inc. v. Chugai Pharm. Co., 927 F.2d 1200 at 
1217. 
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"The definiteness inquiry focuses on whether those skilled in the art would understand the 
scope of the claim when the claim is read in light of the rest of the specification." Union Pacific 
Resources Co. v. Chesapeake Energy Corp., 236 F.3d 684, 692 (Fed. Cir. 2001). In contrast to 
the facts in Amgen, where the referenced measurement was imprecise, Applicants' specification 
provides for a precision and specificity adequate to guide one of skill in the art regarding the 
meaning of the phrase "at least about" as used to modify a given number of nucleotide residues. 
As such, this phrase would be readily understood by the skilled artisan, and the rejection under 
35 USC 1 12, 2 nd Paragraph, Indefiniteness, should be withdrawn. 

IV. Rejections Under 35 V.S.C. 8 101 

Claims 2, 6, 12-14, 19-21, 24-26 and 60-61 were rejected under 35 U.S.C. § 101 as 
allegedly "not supported by either a credible asserted utility or a well established utility." Office 
Action at page 4. Applicants respectfully disagree with this allegation. 

Claim 2 recites, inter alia, "[a] substantially purified nucleic acid molecule. . . comprising 
at least about 100 nucleotide residues of the nucleic acid sequence of SEQ ID NO: 5272. . .." 
Although the Office has acknowledged that according to the specification . .the claimed nucleic 
acids can be used to determine transcriptional profiling. . ." and ". . .can be use for mapping 
studies, linkage analysis, constructing transgenic plants, and screening for traits or screening for 
polymorphisms. . .", the Office argues that "[t]he instant specification does not contemplate the 
specific use of SEQ ID No. 5272. ..." See e.g., Office Action mailed March 18, 2008 at page 7 
and Office Action at page 1 1 . The Office further argues that **. . .at the time of filing . . . there had 
been no contemplation of a specific useful trait for SEQ ID No. 5272." Office Action at page 11. 
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Applicants respectfully disagree with the Office's arguments. Applicants' specification 
recites that identified sequences, which necessarily include for example SEQ ID NO: 5272, can 
act as regulatory elements and as genes. See e.g., page 1, lines 19-26. Applicants' specification 
also notes the use of identified sequences to alter yield. See e.g., page 2, lines 17-21. Applicants 
respectfully point out that the Office must accept these stated utilities in the absence of evidence 
or sound scientific reasoning to rebut Applicants' assertion. In re Oetiker, 977 F.2d 1443, 1445 
(Fed. Cir. 1992). Moreover, the present application has been awarded priority to U.S. 
Provisional Application 60/155,422, filed September 23, 1999 ("the '422 application), which was 
incorporated by reference in its entirety at the time of filing the present application. This '422 
priority application identifies SEQ ID NO: 5272 (which is referred to as SEQ ID NO: 991 1 in the 
'422 application) as a COL2 gene. See e.g., Attachment D. 1 

Furthermore, as of the September 23, 1999 priority date of the captioned application, 
those skilled in the art were well aware that COL2 referred to a "CONST ANS-like" gene and 
showed significant homology to CONSTANTS, where CONSTANS had been identified as a 
putative zinc finger transcription factor affecting growth, namely, flowering. See e.g., Putterill, J. 
et al, Cell 80:847-857 (1995) and Ledger, S.E. et al, PGR 96-081 1 12:862 (1996). As such, it is 
respectfully submitted that Applicants had established a specific, substantial, and credible utility 
for SEQ ID NO: 5272 at the time of filing. 

The Office asserts that "SEQ ID No. 991 1 is listed as being 34% identical to COL2. 



1 Attachment D contains information excerpted from priority application 60/155,422. For the convenience of the 
Office, the column headers that appear at the beginning of the table from which Attachment D was excerpted have 
been carried over from the first page of the table where they appear and added to this Attachment. 
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Neither the instant specification nor the provisional specification provides any information about 
which nucleotides are similar between SEQ ID No. 5272 and COL2." Office Action at pages 13- 
14. The Office also argues that neither the captioned application nor the provisional priority 
application "provide any information . . . rather (sic.) SEQ ID No. 5272 and COL2 share similar 
nucleotides at the putative zinc finger transcription site." Office Action at page 14. However, as 
shown by the attached alignment, G1988 2 and COL2 share greater than 44% homology at the 
protein level within the zinc finger domain. See Attachment F. 

In the meantime, since filing their application, Applicants have also provided additional 
evidence further demonstrating that specific and substantial utilities of SEQ ID NO: 5272, as 
recited at the time of filing the '422 priority application, are indeed accurate. For example, U.S. 
Patent Publication 2008/0010703 evidences the fact that the specific and substantial utilities 
stated in Applicants' specification as filed and in the '422 priority application are indeed utilities 
of SEQ ID NO: 5272. See e.g., US 2008/0010703. 

As detailed in U.S. Patent Publication 2008/0010703, G1988 is a nucleic acid sequence 
that differs by a single nucleotide from the corresponding region of SEQ ID NO: 5272. See e.g., 
Attachment E. However, this nucleotide difference does not alter the encoded protein (i.e., is a 
silent nucleotide change). As such, G1988 encodes the identical protein as the corresponding 
region of SEQ ID NO: 5272. See id. G1988 has been demonstrated to increase yield in plants in 
field trials conducted in 3 different years. See e.g., US 2008/0010703 at Figure 6 and Tables 12 



2 As detailed in U.S. Patent Publication 2008/0010703, G1988 is a nucleic acid sequence that differs by a single 
nucleotide from the corresponding region of SEQ ID NO: 5272. This single nucleotide difference does not alter the 
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and 13. Indeed, co-pending U.S. Application No. 1 1/821,448 evidences "significantly increased 
yield..." US 2008/0010703 Al at paragraph [0037], 

The Office argues that "though SEQ ID NO. 5272 might have a use after filing by the 
further experimentation of G1988; this use was not specifically contemplated in the instant 
specification." Office Action at page 14. Applicants disagree. As noted previously, the '422 
priority application identifies SEQ ID NO: 5272 (which is referred to as SEQ ID NO: 991 1 in the 
'422 application) as a COL2 gene, and those skilled in the art at the time of filing were well 
aware that COL2 referred to a "CONSTANS-like" gene, which showed significant homology to 
CONSTANS, where CONSTANS had been identified as a putative zinc finger transcription 
factor affecting growth, namely, flowering. Applicants provided a specific and substantial utility 
for SEQ ID NO: 5272 at the time of filing. 

Furthermore, not only did Applicants provide a specific and substantial utility for SEQ ID 
NO: 5272 at the time of filing as previously discussed, but also in the meantime Applicants have 
provided evidence that the utilities they provided were indeed accurate. Accordingly, Applicants 
respectfully note that reference to U.S. Patent Publication 2008/0010703 provides post-filing 
evidence to support utilities properly asserted by Applicants at the time of filing. 

On the basis of the foregoing, Applicants respectfully submit that the claimed nucleotide 
sequence has utilities specific to it, and not simply general utilities applicable to any nucleic acid. 
These specific and substantial utilities were provided by Applicants at the time of filing and 



encoded protein (i.e., is a silent nucleotide change). As such, G1988 encodes the identical protein as the 
corresponding region of SEQ ID NO: 5272. 
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satisfy the requirements of 35 U.S.C. § 101. Moreover, in the meantime, US 2008/0010703 has 
provided additional evidence demonstrating the accuracy of Applicants' previously asserted 
utilities. 

Based on the foregoing, Applicants respectfully submit that the present application fulfills 
the legal requirements of 35 U.S.C. § 101, Utility. As such, Applicants request withdrawal of the 
utility rejection. 

V. Rejection under 35 U.S.C. 8 112. Enablement 

Claims 2, 6, 12-14, 19-21, 24-26 and 60-61 were rejected under 35 U.S.C. § 1 12, first 
paragraph, as not being enabled by the specification, because the claimed invention allegedly 
lacks utility (i.e, an invention with no utility cannot be enabled). Applicants respectfully 
traverse this rejection, and note that this rejection has been overcome by the foregoing arguments 
regarding utility. As such, reconsideration and withdrawal of the enablement rejection under 35 
U.S.C. § 1 12, first paragraph is respectfully requested. 

VI. Rejections Under 35 U.S.C. S 102. Novelty 

a. 102(e) Mover et al U.S. Publication No. 2005/0014263 

Claims 2 and 60-61 were rejected under 35 U.S.C. § 102(e) as allegedly being anticipated 
by Moyer et al. (US Patent Application Publication US2005/00 14263 1/20/2005 filing date of 
5/29/1998)." Office Action at page 16. Applicants respectfully traverse this rejection. 

According to the Office "the phrase 'about 30 to 200 nucleotide residues. . can be 
interpreted broadly to encompass any sequence which has at least 30 nucleotides in common. ..." 
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Office Action at page 16. Applicants respectfully draw the attention of the Office to Claims 2 
and 60-61, which have been amended to recite for example, "comprising at least about 100 
contiguous nucleotide residues. ..." See e.g., Claim 2. Accordingly, the Office's rejection of 
Claims 2 and 60-61 under 35 U.S.C. § 102(e) over Moyer et al has been rendered moot, and 
withdrawal of this rejection is respectfully requested. 

b. 102(b) GenBank Accession No, N37270 

Claims 2 and 60-61 were rejected under 35 U.S.C. § 102(b) as allegedly being anticipated 
by GenBank Accession No. N37270. Applicants respectfully draw the attention of the Office to 
claims 2 and 60-61, which recite for example, "comprising at least about 100 contiguous 
nucleotide residues. ..." See e.g., Claim 2. Accordingly, Applicants respectfully submit that the 
presently pending claims cannot be anticipated by N37270, and Applicants request withdrawal of 
the Office's rejection under 35 U.S.C § 102(b). 
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CONCLUSION 



In view of the foregoing amendments and remarks, Applicants respectfully submit that 
the present application is now in condition for allowance, and respectfully request notice of such. 
The Examiner is encouraged to contact the undersigned at 202-942-5325 if any additional 
information is necessary for allowance. 



Arnold & Porter LLP 
555 Twelfth Street, N.W. 
Attn: IP Docketing 
Washington, DC 20004 

Telephone: 202-942-5000 
Facsimile: 202-942-5999 



Respectfully submitted, 



Date: April 2. 2009 




David R. Marsh (Reg. No. 41,408) 
Lisa A. Adelson (Reg. No. 51,204) 
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ATTACHMENT E 



nucleotides 253 6 to 3210 of SEQ ID NO: 5272 
AACGTTGTCGTTTTCAGCCCATCCTTC 

ATTTGCTTTCAACCGCTCGAATCATCCCAGCTGAAACTCCAGTCACATCTTCrACTTT^ 

GTCGTGTTCTTAACGCCGAACCAAAACGCCGCCGCTAAGAACACTCT 

CAAAGCCAAAGACGCATATGAAACGACAGCGTTTGTTAAATCCCTGTTTAGTCCTAACTT 

AAATGCCATCCGCCACCGTAACCGCAACGGCCTTGGCATT 

CGCGTCGTTGACGATAGCTCGGAGCTTGAGACACAGT 

ACATGTTGTTCGTGGAGGCCAAGGAAGAAGAGGACCAGAAAC 

TGACACGCCGGAAATGACGAGCGAAGAGAAAATTTGAGGCATGGAACTTAGCGTCAC^ 
GAGTCCGCGGCACAATGGAGATCAGCTTCGGCACCACAAAGC 

>Reverse complement of nucleotides 2536 to 3210 of SEQ ID NO: 5272 

ATGGTGAGCTTTTGCGAGCTTTGTGGTGCCGAAGCTGATCTCCATTGTGCCGCGGACTCT 

GCCTTCCTCTGCCGTTCTTGTGACGCTAAGTTCCATGCCTCAAATTTTCTCTTCGCTCGT 

CATTTCCGGCGTGTCATTTGCCCAAATTGGAAATCTCTTACTCAAAATT^ 

CCTCTTCTTCCTTGGCCTCCACGAACAACATGTTGTTCAGAATCGTCGTCTTCTTCT 

TGCTCGTCTCTTGACTGTGTCTCAAGCTCCGAGCTATC 

AGAGCGCGAGGGAGGGAAAACAGAGTGAATGCCAAGGCCGTTGCGGTTACGGTGGCGGAT 

GGCATTTTTGTAAATTGGTGTGGTAAGTTAGGACTAAACAGGGATTTAACAAA 

GTTTCATATGCGTCTTTGGCTTTGGCTC 

TTCTTAGCGGCGGCGTTTTGGTTCGGCGTTAAGAACACGACGACGTGGCAGAATTTAAAG 
AAAGTAGAAGATGTGACTGGAGTTTC^GCTGGGATGATTCGAGCGGTTGAAAGCAAATTG 
GCGCGTGCAATGACGCAGC^GCTTAGACGGTGGCGCGTGGATTCGGAGGAAGGATGGGCT 
GAAAACGACAACGTT 

>G1988 in US 2008/0010703 (hereinafter "Publ") 

ATGGTGAGCTTTTGCGAGCTTTGTGGTGCCGAAGCTGATCTCCATTGTGCCGCGGACTCTGCCTTCCTCTGCCGTTC 

TTGTGACGCTAAGTTCCATGCCTCAAATTTT^ 

CTCTTACTCAAAATTTCGTTTCTGGTCCTCT 

TCTTCTTGCTGCTCGTCTCTTGACTGTGTCTCAAGCTCC^ 

AGGGAGGGAAAACAGAGTGAATGCCAAGGCCGTTGCGGTTA 

AGTTAGGACTAAACAGGGATTTAACAAACGCTGTCGTTTCATATGCGTCTTTGGCTTTGGCTGTGGA 
AGAGCGACGAAGAGAGTGTTCTTAGCGGCGGCGTTT^ 

GAAAGTAGAAGATGTGACTGGAGTTTCAGCTGGGATGATTCGAGCGGTTGAAAGCAAATTGGCGCG^ 
AGCAGCTTAGACGGTGGCGCGTGGATTCGGAGGAAGGATGGGCTGAAAACGACAACGTTTGA 



Reverse complement of nucleotides 2536 to 3210 of SEQ ID NO: 5272 
ATGGTGAGCTTTTGCGAGCTTTGTGGTGCCGAAGCTGATCTCCATTGTGCCGCGGACTCTGCCTTCCTCT 70 

G1988inPubl 

ATGGTOAGCTTTTGCOAGCTTTOTOOTOCCaAAGCTGATCTCCATTGTOCCOCGGACTCTGCCTTCCTCT 70 



Consensus 

ATGGTGAGCTTTTGCGAGCTTTGTGGTGCCGAAGCTGATCTCCATTGTGCCGCGGACTCTGCCTTCCTCT 70 

Reverse complement of nucleotides 2536 to 3210 of SEQ ID NO: 5272 
GCCGTTCTTGTGACGCTAAGTTCCATGCCTCAAATTTTCTCTTCGCTCGTCATTTCCGGCGTGTCATTTG 140 

G1988inPubl 

GK:CGTTCTTOTGACOCTAAGTTCCATGCCTCAAATTTTCTCTTCGCTCGTCATTTCCGGCGTGTCATCTG 140 



Consensus 

GCCGTTCTTGTGACGCTAAGTTCCATGCCTCAAATTTTCTCTTCGCTCGTCATTTCCGGCGTGTCATcTG 140 

Reverse complement of nucleotides 2536 to 3210 of SEQ ID NO: 5272 
CCCAAATTGCAAATCTCTTACTCAAAATTTCGTTTCTGGTCCTCTTCTTCCTTGGCCTCCACGAACAACA 210 



G1988inPubl 

CCCAAATTOCAAATCTCTTACTCAAAATTTCOTTTCTQOTCCTCTTCTTCCTTOQCCTCCACOAACAACA 210 



Consensus 

CCCAAATTOCAAATCTCTTACTCAAAXTTTCGTTTCTOGTCCTCTTCTTCCTTOGCCTCCACOAACAACA 210 

Reverse complement of nucleotides 2536 to 3210 of SEQ ID NO: 5272 
TOTTOTTCAOAATCOTCOTCTTCTTCTTOCTOCTCGTCTCTTOACTOTQTCTCAAOCTCCGAOCTATCGT 280 

G1988inPubl 

TGTTGTTCAGAATCGTCGTCTTCTTCTTGCTGCTCGTCTCTTGACTGTGTCTCAAGCTCCGAGCTATCGT 280 



Consensus 

TGTTGTTCAGAATCGTCGTCTTCTTCTT(3CTGCTCGTCTCTTGACTGTGTCTCAAGCTCCGAGCTATCGX 280 

Reverse complement of nucleotides 2536 to 3210 of SEQ ID NO: 5272 
CAACGACGCGTGACGTAAACAGAGCGCGAGGGAGGGAAAACAGAQTGAATOCCAAGGCCQTTGCOGTTAC 350 

G1988inPubl 

CAACGACGCGTGACGTAAACAGAGCGCGAGGGAGGGAAAACAGAGTGAATGCCAAGGCCGTTGCGGTTAC 350 



Consensus 

CAACGACGCGTGACGTAAACAGAGCGCGAGGGAGGGAAAACAGAGTGAATGCCAAGGCCGTTGCGGTTAC 350 

Reverse complement of nucleotides 2536 to 3210 of SEQ ID NO: 5272 
OGTGGCGGATGGCATTTTTGTAAATTGGTGTGGTAAGTTAGGACTAAACAGGGATTTAACAAACGCTGTC 420 

G1988inPubl 

GGTGGCGGATGGCATTTTTGTAAATTGGTGTGGTAAGTTAGGACTAAACAGGGATTTAACAAACGCTGTC 420 



Consensus 

QOTGGCGGATGGCATTTTTGTAAATTGGTGTGGTAAGTTAGGACTAAACAGGGATTTAACAAACGCTGTC 420 

Reverse complement of nucleotides 2536 to 3210 of SEQ ID NO: 5272 
GTTTCATATGCGTCTTTGGCTTTGGCTGTGGAGACGAGGCCAAGAGCGACGAAGAGAGTGTTCTTAGCGG 490 

G1988inPubl 

GTTTCATATGCGTCTTTGGCTTTGGCTGTGGAGACGAGGCCAAGAGCGACGAAGAGAGTGTTCTTAGCGG 490 



Consensus 

GTTTCATATGCGTCTTTGGCTTTGGCTGTGGAGACGAGGCCAAGAGCGACGAAGAGAGTGTTCTTAGCGG 490 

Reverse complement of nucleotides 2536 to 3210 of SEQ ID NO: 5272 
CGGCGTTTTGGTTCGGCGTTAAGAACACGACGACGTGGCAGAATTTAAAGAAAGTAGAAGATGTGACTGG 560 

G1988inPubl 

CGGCGTTTTGGTTCGGCGTTAAGAACACGACGACGTGGCAGAATTTAAAGAAAGTAGAAGATGTGACTGG 560 



Consensus 

CGGCGTTTTGGTTCGGCGTTAAGAACACGACGACGTGGCAGAATTTAAAGAAAGTAGAAGATGTGACTGG 560 

Reverse complement of nucleotides 2536 to 3210 of SEQ ID NO: 5272 
AGTTTCAGCTGGGATGATTCGAGCGGTTGAAAGCAAATTGGCGCGTGCAATGACGCAGCAGCTTAGACGG 630 

G1988inPubl 

AGTTTCAGCTGGGATGATTCGAGCGGTTGAAAGCAAATTGGCGCGTGCAATGACGCAGCAGCTTAGACGG 63 0 



Consensus 

AOTTTCAGCTGGGATOATTCQAOCGGTTGAAAOCAAATTOGCQCGTGCAATGACOCAGCAOCTTAQACQG 63 0 

Reverse complement of nucleotides 253 6 to 3210 of SEQ ID NO: 5272 
TGGCGCGTGGATTCGGAGGAAGGATGGGCTGAAAACGACAACGTT - - - 675 

G1988inPubl 

TGGCGCGTGGATTCGGAGGAAGGATGGGCTGAAAACGACAACGTTTGA 678 



Consensus 

TGGCOCGTGGATTCGGAGGAAGGATGGGCTGAAAACGACAACGTTt ga 678 



> Protein Sequence encoded by Reverse complement of nucleotides 2536 to 3210 
of SEQ ID NO: 5272 (hereinafter w Prot Seq 5272 RC ) 
MVSFCELCGAEADLHCAADSAFLCRSCDAKFHASNFLFARHF 

PLLPWPPRTTCCSESSSSSCCSSLDCVSSSELSSTTRDVNRARGRENRVNAKAVAVTVAD 

GIFVNWCGKLGLNRDLTNAVVSYASLALAVETRPRA 

KVEDVTGV SAGMI RAVESKliARAMTQQLRRWRVDS EEGWAENDNV 

> Protein Sequence G1988 in Publ 

MVSFCELCGAEADLHCAADSAFLCRSCDAKFHASNFLFARHFRRVICPNCKSLTQNFVSG 
PLLPWPPRTTCCSESSSSSCCSSLDCVSSSELSSTTRDVNRARGRENRVNAKAVAVTVAD 
GIFVNWCGKLGLNRDLTNAWSYASLALAVETRPRA 
KVEDVTGVSAGMI RAVESKliARAMTQQLRRWRVDS EEGWAENDNV* 



Prot Seq 5272 RC 

MVSFCBLCGABADLHCAADSAFXiCRSCDAKFHASNFLFARHFRRVICPNCKSLTQNFVSGPLLPWPPRTT 70 

Protein Sequence G1988 in Publ 

MVSFCBLCGAEADLHCAADSAFLCRSCDAKFHASNFLFARHFRRVICPNCKSLTQNFVSGPLLPWPPRTT 70 



Consensus 

MVSFCELCGAEADLHCAADSAFLCRSCDAKFHASNFLFARHFRRVICPNCKSLTQNFVSGPLLPWPPRTT 70 

Prot Seq 5272 RC 

CCSESSSSSCCSSLDCVSSSELSSTTRDVNRARGRENRVN^ 140 

Protein Sequence G1988 in Publ 

CCSESSSSSCCSSLDCVSSSBMSTTIUJVNRARGRENRVNA 140 



Consensus 

CCSESSSSSCCSSLDCVSSSELSSTTRDVNRARGRENRVN^^ 140 

Prot Seq 5272 RC 

VSYASLAIAVETRPRATKRVFIJUUIFWFGVKNTTTWQNLKKVEDVTGVSAGMI 210 

Protein Sequence G1988 in Publ 

VSYASUULAVETRPRATKRVFIJUUlFWFGVKNTTTWQNLKKVro 210 



Consensus 

VSYASLAIAVETRPRATKRVFIJUUIFWFGVXNTT 210 



Prot Seq 5272 RC 
WRVDS EEGWAENDNV 225 



Protein Sequence G1988 in Publ 
WRVD S E EQWAENDNV 225 



Consensus 

WRVD S E EQWAENDNV 225 



ATTACHMENT F 



